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more new cancer cases than its expectation, whereas the North and
South Khorasans have just covered respectively 34.8% and 41.4%
of their expected coverage; which clearly is an indication of existence
of misclassification error. After implementation of the Bayesian
method, it was found that there was about 34% misclassification in
gastric cancer incidence registry from North and South Khorasans
in Razavi Khorasan. After the correction, it is expected to increase
in the rate of gastric cancer in north and south Khorasans and
decrease in its rate for Razavi Khorasan.
Discussion: Accurate cancer incidence data are essential for plan-
ning, monitoring and evaluating national and regional cancer control
programs. In Iran, there are provinces with higher or lower incidence
of gastric cancers and policy makers employ these data to allocate the
facilities and resources according to these incidences statistics. When
the cancer incidence data is regionally misclassified, underestimation
of health risk in some provinces and overestimation for some others
will happen. This problem leads to misallocation of resources. So in
planning for resource allocation, authorities should notice that, low
incidence of gastric cancer in North and South Khorasans, do not
mean that they are in a good health situation and gastric cancer inci-
dence is really low in these provinces, but quite the contrary, this may
be the effect of misclassification error and it is needed to allocate
them more health facilities and health centers, and improve the regis-
tration system accuracy, especially in terms of patients permanent res-
idence. Improving the quality of the cancer registry in Iran will
require more expert staffing, refining foundations, and powerful hard-
ware and software resources. In the absence of valid data, Bayesian
approach would be a good and flexible alternative to eliminate the
effects of misclassification in incidence registry data for neighboring
provinces.
Keywords: Gastric cancer, Misclassification error, Bayesian
method, Incidence, Cancer registry
Epidemiological risk factors of breast cancer in Qazvin at
2013
Negin Kakavand, Asghar Karbord *, Fariba Hashemi
Department of Paramedical Sciences, Qazvin University of Medical
Sciences, Qazvin, Iran
E-mail address: karbord2003@yahoo.com
Extended Abstract
Introduction: Breast cancer is uncontrolled growth of abnormal
cells that occur in different areas of the breast. This might happened
in different kinds of tissue such as ducts that convey milk, milkRisk factor time
Secretion from the breast Bloody
infectious
....
OCP consumption Yes
No
Positive family history Yes
No
Age Younger than 55 Older than 55
Weight Less than 80
More than 80
The economic situation good
average
weakproducing tissue or non-glandular tissue. The incidence of various types
of cancer varies among different populations and is in connection with
factors such as occupation, society, culture, race (possibly hereditary),
geography and nutrition. Research in the field of breast disease is
very broad because the disease mostly affects the women who are the
main hub of the family and improvement in quality of their life is equal
to improvement of the quality of the community which they are
involved.
Each year there are quite a number of breast cancer patients who
die. According to study of glocoban which was conducted by the Inter-
national Agency for Research on Cancer affiliated with the World
Health Organization in 2010, about 1,050,300 new cases of breast can-
cer has occurred that about 44% of them occurred in developing coun-
tries and its incidence is increasing in these countries. In Iran breast
cancer with prevalence of 21% among all cancers in women, is the
most common cancer that is listed in this gender. Risk factors for
breast cancer include a wide range of factors from molecular level
to the social factors that can vary between different communities.
Based on extensive worldwide research, a part of breast cancer is
hereditary. Due to the occurrence possibility of this type of cancer
among generations, today many experiments in breast cancer clinics
in the world are being conducted with molecular and genetic techni-
ques that promote the quality of service to the public in the early
diagnosis, identification of people at risk, determine the likelihood
of treatment response, survival and etc.
Purpose: The difference in the incidence of cancer in different
regions of the world, bring up the need for studies in different areas
to clarify effective factors. The purpose of this study is to evaluate the
epidemiological risk factors of breast cancer in Qazvin.
Materials and methods: This cross-sectional study was from
2010 to 2012 on women who had made an appointment to go to
the hospitals of Qazvin for annual health care. This study was con-
ducted by trained personnel with a standard questionnaire containing
questions of risk factors of cancer, demographic factors and physio-
logical factors. Then the data are given to SPSS software and logistic
regression &chi-square test analysis were performed.
Result: In this study, participants with a mean age of 48.23 ± 5.29
(range: 30 e 65) years old. Most people were in the age group
between 45 and 55 years (40%). The average weight of participants
was 67 ± 6.7kg, the maximum and minimum weight was 108 kg
and 45 kg respectively. Most people (59%) were in the weight cate-
gories of 60 to 80 kg. 56% of women with breast cancer have family
history of the disease and 32% of them had a history of menstrual dis-
orders, between this disorder and breast cancer risk was not statisti-
cally significant co-relation.b* p-value OR
38/. ./001 1/8 (4/1-2/2)
46/. ./002 3/2 (7/2-98/.)
52/. ./000 98/. (23/1-45/.)
33/. ./03 67/. (67/1-40/.)
24/. ./02 13/1 (44/1-89/.)
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Factor Group Number Percent
Age Younger than 35 years 100 10%
35-45 330 33%
45-55 400 40%
Older than 55 years 170 17%
Weight 40-60kg 340 34%
60-80 590 59%
More than 80 70 7%
Marriage Married 920 92%
Single 80 8%
Abortion Yes 380 38%
No 620 62%
History of cervix/vagina
cancer
Yes 140 14%
No 860 86%
OCP consumption Yes 410 41%
No 590 59%
Pain in breast Yes 190 19%
No 810 81%
Swollen lymph nodes Yes 350 35%
No 650 65%
Breast cancer Yes 460 46%
No 450 45%
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were married before the age of 20(51%). The mean marriage age was
18 ± 6 years, the highest age for marriage was at the age of 38 and
between the age of marriage and the cancer, particular relevance was
not found (P ¼ 0.22). In this study, only 8% of women were without
children and 11% of them had no history of breastfeeding, 45% of
themdidn’t have full breastfeeding history. 38%ofwomen had an abor-
tion and that abortion was significantly associated with illness.
In this study, 47% of women had reached menopause, and almost
half of them hadn’t reached the age of menopause and the other half
had reached menopause between the ages of 45 to 50 years. Almost
52% of women experienced breast discharge that almost 70% of them
were bloody discharge that has a significant relationship with breast
cancer. Only 15% of them were smokers, 10% of them were alcohol
consumer. 14% of the subjects had a history of cancer of the cervix
and vagina, that a significant relationship with breast cancer was
observed (p ¼. 000). The significant correlations between breast can-
cer and factors such as discharge of chronic hemorrhage (p . 001),
family history of breast cancer (p .000), age (p ¼0. 003), weight (p
¼0. 001), economy, abortion and history of breast cancer on other
breast were observed.
Conclusion: The results indicate prevalence of 46% of risk factors
for breast cancer in women in Qazvin.
In this study there was a significant relationship between stress
and cancer too. Family history of breast cancer, especially a mother,
sister or daughter with breast cancer in a person's own history, having
first childbirth after the age of 35, infertility, early puberty, late men-
opause, obesity after menopause, high consumption of animal fat in
the diet, a history of high radiation to the chest and some benign
breast disease were the most important factors that increase the risk
of breast cancer. But in this study, maternal education level signifi-
cantly decreased the incidence of cancer.
New risk factors such as breast pain, lymph node swelling, lack of
breast feeding and incomplete milking were listed. The relation of this
kind of epidemiological factors have never been discussed in any study.
These results indicate the urgent need for suitable health services and
immediate screening for prevention of this disease in Qazvin.
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Extended Abstract
Introduction: Development of molecular probes that bind specif-
ically and with high affinity to cancer biomarkers is one of the most
important objectives in the early diagnosis and therapy of cancer.
HER2, a very well-known breast cancer biomarker, overexpressed
in roughly 18% to 22% of breast cancer cases
It has been shown that blockade of HER2 signaling by using
HER2 receptor inhibitors leads to a reversal of most HER2 tumori-
genic features. Aptamer targeting HER2 seems to be an invaluable
tool can be used instead of Herceptin which has been used as a
well-tolerated and active first-line treatment in women with HER2
positive breast cancer.
Aptamers are single stranded oligonucleic acid molecules that
bind their targets with high affinity and specificity. The attractive fea-
tures of aptamers make them very good candidates for clinical appli-
cations and ideal alternatives for antibodies in numerous applications.
Aptamers are typically selected from large libraries of random DNA
sequences by a procedure termed systematic evolution of ligands by
exponential enrichment (SELEX). In this study, cell based strategy
called Cell SELEX was employed to enrich DNA aptamers that are
able to identify HER2 positive cells and HER2 protein in its natural
conformation. In this paper we have addressed main challenges for
the cell SELEX technique. We have also developed a new method,
cell enzyme-linked aptamer based assay, we named it “Cell ELABA”,
as an alternative to flow cytometry to monitor the enrichment of
aptamers in different rounds of cell SELEX.
Materials and methods: Cell Lines: Human breast cancer cell
lines SK-BR-3 and MDA-MB-468 were obtained from the Pasture
Institute of Iran and cultured at 37 C and 5% CO2 in RPMI 1640
medium (Gibco) supplemented with 10% FBS and 100 IU/ml penicil-
lin-streptomycin (Gibco).
SELEX library and primers: The HPLC-purified library and pri-
mers were synthesized by MWG/ Operon (Ebersberg, Germany). The
library and primers used in our study were described in details in our
previous paper.
Cell SELEX procedure: To select aptamers targeting HER2 we
used a HER2 overexpressing breast cancer cell line, SK-BR3. To
avoid the enrichment of aptamers for abundant nonspecific proteins,
a HER2 negative breast cancer cell line, MDA-MB468, was used
from second round in a counter-selection step. Cell-based SELEX
method with some modification used in our studies were described
in detail in our previous paper.
Cell enzyme-linked aptamer based assay (Cell ELABA) mon-
itoring analysis.
500 pmole of biotinylated ssDNA-bound sequences in 500 mL
binding buffer were incubated with cells in the culture flask at 4C
for 60 minutes. After incubation, cells were washed with 3 ml of
washing buffer three times (10 min each), and then incubated with
